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Vertical distribution of bacterial community composition in
sediments of Meiliang Bay in Taihu Lake
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Abstract:; To investigate the vertical distribution and diversity of bacterial community composition in the sediments
of Taihu Lake, sediment samples were collected from Meiliang Bay in Taihu Lake. Terminal restriction fragment
length polymorphism (T-RFLP) technology was used to analyze the bacterial community composition and diversity
in sediment samples of different depths. High bacterial diversities were observed in the sediments of Taihu Lake,
and the bacterial species and relative abundance were found to be consistent with those in previous reports based on
the culture-dependent method. Additionally, different T-RFLP patterns were observed for samples collected at
different depths. Bacterial community compositions derived from those nearby samples showed greater similarities.
The dominant bacterial groups varied at different depths. Moreover, the bacterial community compositions of the top
and the bottom sediments showed great differences. Dissolved oxygen decreased with the increase of the depth of
sediments, which shows that the variation of dissolved oxygen was the main cause of the differences in bacterial
community compositions and diversity. Bioturbation induced by the submerged macrophytes and zoobenthos may be

another cause.
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Fig. 2 Bacterial diversity indices of sediments at
different depths of Meiliang Bay in Taihu Lake
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