F31EH 2 M Kow OB O P 2015 43 H
Vol. 31 No.2 WATER RESOURCES PROTECTION Mar. 2015

DOI:10. 3880/j. issn. 1004 -6933.2015. 02. 008

I Sk 3 b 25 AR DL i

e S 1 Sl 2 2 # 1 !
oML sER, m BN OB, B I
(LA R IR ABE TR Bt 2100985 2. I FRAKA BRSTT A | TEHR #5M 225000)

WE MRV F S REREE TR RR, LA E KL BBL O KKK 2 E A
B BB B R R, AR A S KBRS GFEIL, EREN . SIKEREA DA ELZRET
BRRIK, LA BS A RKRKP M A BAE L 74.8 % , Ml KEFRE @B GRHA
J 5 8RR a9 AR B R B AR Z AN B B RAKAR P RS R S K BARR R — AR
BHAE BARKKT ABmAHE LIS RBAREL T @A 5, AMGEER AR ORITER, LI
IR ERAZ OO KA H AL RERESF R A T B RE LS RE I AIHRE KA
EN SR AP S oY PSS o R RN G i P N IR E R B DR R e R b S N
KR ARSI RS A A B YR B E ARG ;A 45 b

FE S S:0938. 8 MERFRESAD A XEHE 1004 - 6933(2015)02 - 0040 - 05

On bacteria-carrying mechanism of surface of Cyclops in drinking water
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Abstract: The author of this paper researched the source, species and distribution of the bacteria attached to the
surface of Cyclops. The resulis indicate that the bacteria attached to the surface of Cyclops are from natural water
body, and the similarity of the species between the bacteria attached to the surface of Cyclops and those in natural
water body is as high as 74. 8 % . There is a little difference between the dominant bacteria species on the surface
of Cyclops and those in natural water body. The dominant bacteria species in nature water body is not the dominant
one on the surface of Cyclops. The number of free—living bacteria in natural water body is more than those attached
to the surface of Cyclops. A phenomenon is found that bacteria are distributed unevenly on the surface of Cyclops by
using the technology of green fluorescent protein. The bacteria mainly focus on the foot and tail of Cyclops, which
are covered with specialized setae. There are also many bacteria attached to the joint of the back and abdomen of

Cyclops. The oocyst of female Cyclops is another important carrier of bacteria.
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Yy, TR Sl W R R4 1 B T o K A
AP 10% DL B 37 T 3h ) B A 4% A0
FIRE 77, BETE B b A UK JE Z (8] 1] b 1) R T A
B, Wolmarans 25 % PR, i 7 sh 9 A~ 1R AT 4717
10 ~ 400 M EY, WHE AT 51 IR 15 1) Aeromonas
hydrophila #1 5] #2 W% & 4& () Chryseobacterium
meningosepticum, 3 FIFF S VIR S B
P AR Y B ORI PUIH FERE T, XK 2 4
R FE R Y . Tang 557 WF5T A, V7 i S 4 1)
PR AR AP e LHET (10 TR M0 A S B AR TRE T G m
30 ~ 120 15, KRB KGR R K 3 d Y
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] A XS I 288 A8 5 TR R ) T S8 B B0 9 D sh
R BT B R BILAR ke = TR AT, 40 TR T PR sh W AR 3R )
AT A LB R WL AR IE

MRS F Y FHORREE 18 78 DNA 741 35t 1%
M, DTSR RGE LT KRR, IS
TR P LB TE AR E ), Herh BT 16S rDNA
O FAERER AR O BT ARSI A S
RT3 ¢ it 1) 82 K 2 SR AF SR 4 il i PCR-
DGGE AR S3HT A SR KM v 4 T 15 81 K 2 R R
TR R 22 5 IR QK EARRAN TR IR, 73 it
PG A O I A R AE F SRR AR S S K &
RRAAF IR G 22 57

BTG AR T (GFP) & — i 41 i 7 5
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RERNN AR, TE A Y A AR AT 2 Tz O
AWFIE R U SR A 4 (0 5O H (EGFP) X K AT
WHEATARC , DFFE R AT W 7E S 7K 28 AR R M 4 73 A1
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KFEAEH R FE IO TAE S A TAE G Lifffr,
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SR SFAE I T3 T 3K 6 P e it | BORE
AflE) A 2014 4E 5 H, JRK/KIE R 24 °C pH {H A
7.7,D0 W E N 7. 46 mg/L, BOD, i i JE N
1.39 mg/L, TP BT B~ 0. 03 mg/L, TN it 2 ¥ &
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EFR I B R A SRR AR IR SR S K, IR
21 JJa , BRSIK F AT, iR SI/K & IE 425

TNEI R B R S, BOX I Y B ARSI K 3%
T2 g, [F) B i 4R 35 43 55 772 F A9 KK (0. 1
mL) , JHBIEREFR3E 37 C PR % 24 h WERERE
RIS B SR KA B R AR

BU1s HAUASIKE N 14, 8T 200 HICH IE
W I, BTGB B R 28 v gk 3 3 A I I S —
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h, K 7K 2 A5 T
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T K 2 mL AT o AR B R A B AR
SN 9 % RE LIEBK I BLEE FUR RS 1 % B
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24 b, W A AR B R S K F AR I A AN 1
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FHANFE R 20 DNA $2 UK & 3 BUK i
YRS K SR BT I 40 B 1 SE 4 DNA 4
P2 DNA $2BURH &t D sEs B A IRA
AIRAE . HHRBUE2AY DNA BARIEFT S 2269 PCR-
DGGE R4, 51 AN & V3 Xl 519 (1 il
Y TARA RS W A W) 518 R:5-ATT ACC GCG
GCT GCT GG-3; GC338F: 5-CGC CCG GGG CGC
GCC CCG GGG CGG GGC GGG GGC GCG GGG GGC
CTA CGG GAG GCA GC AG-3""IXf#itl DNA #4T
PCR #"34, PCR #&)¥ 1% . ffiH 0.2 mL PCR %,
K50 pL &258;95 °C WS 5 min, 94 °C A8k
1 min,65 °C ~55 CiR A, BIEAFEAL 0.5 C1 min,
72 CHEME 45 s (FEEER 20 1K) ;94 °C A8 1 min,
55 CiE k1 min,72 CRE M 45 s(HFFF 12 ) ;72 C
FEA 8 min;4 CARAF (LPEFA 32 IK) . DGGE {5k
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HIWAR 2, difak 1 53&2, /TLUAEL, T oK
WIERE AIRKIR RG22 5, BOR R 1Y £
UAATEZE S, W, AR R A A 15
E@@EK@J*?%(Acinetobacter baumannii ACICU) 19
Hrm 2y HAE S K SRR M . TAE A SRk
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( Betaproteobacteria bacterium ) 7 &1 7K 2 {4 3= £ 12 U
D AR, A SROKR T 1 H A0 AR
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St B TR R I oy He A9 LA R G 3 T i b 2 A e —
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R1 RAKKEREMEE RS KEFR
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A SRR R AAUEE/ %
1 Acinetobacter baumannii ACICU 100
2 C. albicans small subunit 99
3 Betaproteobacteria bacterium 97
4 Bacillus thuringiensis HD-771 99
5 Uncultured Leptospirillum sp. 98
6 Mycobacterium tuberculosis strain 99

% 2 DGGE %7 DNA Quantity Trace {E

i VKB 1 Trace JKiE 1 HJE  VKiH 2 Trace ki 2 HJR
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5

i {B/intxmm  FF 5 e/ % {H/intxmm 75 B/ %
1 152. 794 11.788 77.576 8.296
2 148. 339 11. 445 124. 626 13.328
3 476. 198 36.739 194.755 20. 828
4 314. 860 24.292 347.214 37.133
5 137. 051 10. 574 96. 599 10. 331
6 66.914 5.162 94. 280 10. 083
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