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Progress in the application of molecular biology to analysis of community
characteristics of nitrifying bacteria in wastewater

HUANG Yan HUANG Min-sheng DAI Xing-chun ZHU Yong GAO Shang GAO Yan
School of Resources and Environment Sciences East China Normal University ~ Shanghai 200062  China

Abstract A systematic review of molecular biology research methods applied in environmental microbiology is given

including clone library profiling molecular hybridization and genetic fingerprinting. Progress in the application of these
methods to the analysis of community composition and distribution diversity and dynamic analysis of nitrifying bacteria is
also presented. The results show that molecular biology techniques play an important role in the study of the community

characteristics of nitrifying bacteria.
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